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Claims 

1. A method for distinguishing CBF-positive AML subtypes, preferably 
AMLJ(8;21) and/or AMLjnv(16) from CBF-negative AML subtypes, 
preferably AMLJnv(3), AML_t(15;17), AML_t(llq23)/MLL 
(AML_MLL), and/or AMLjcomplext, in a sample, the method comprising 
determining the expression level of markers selected from the markers 
identifiable by their Affymetrix Identification Numbers (affy id) as defined 
in Tables 1, and/or 2, 

wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 1.1 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 1.1 having a positive fc value, 

is indicative for the presence of AML CBF when AML_CBF is 
distinguished from all other subtypes, 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 1.2 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 1.2 having a positive fc value, 

is indicative for the presence of AML MLL when AML_MLL is 
distinguished from all other subtypes, 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 1.3 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 1.3 having a positive fc value, 

is indicative for the presence of AML_inv(3) when AML_inv(3) is 
distinguished from all other subtypes, 

and/or wherein 
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a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 1.4 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 1.4 having a positive fc value, 

5 is indicative for the presence of AMLJcomplext when AML_komplext 

is distinguished from all other subtypes, 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 1.5 having a negative fc value, and/or 

10 a higher expression of at least one polynucleotide defined by at least 

one of the numbers 1 to 50 of Table 1.5 having a positive fc value, 

is indicative for the presence of AML_t(15;17) when AML_t(15;17) is 
distinguished from all other subtypes, 

and/or wherein 

15 a lower expression of at least one polynucleotide defined by at least one 

of the numbers 1 to 50 of Table 2.1 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 2.1 having a positive fc value, 

is indicative for the presence of AML_CBF when AML_CBF is 
20 distinguished from AML_MLL, 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 2.2 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
25 one of the numbers 1 to 50 of Table 2.2 having a positive fc value, 

is indicative for the presence of AML_CBF when AML_CBF is 
distinguished from AML_inv(3), 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
30 of the numbers 1 to 50 of Table 2.3 having a negative fc value, and/or 
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a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 2.3 having a positive fc value, 

is indicative for the presence of AML_CBF when AML CBF is 
distinguished from AMLJkomplext, 

5 and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 2.4 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 2.4 having a positive fc value, 

10 is indicative for the presence of AML_CBF when AML_CBF is 

distinguished from AMLJ(15;17), 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 2.5 having a negative fc value, and/or 

15 a higher expression of at least one polynucleotide defined by at least 

one of the numbers 1 to 50 of Table 2.5 having a positive fc value, 

is indicative for the presence of AML_MLL when AML_MLL is 
distinguished from AML_inv(3), 

and/or wherein 

20 a lower expression of at least one polynucleotide defined by at least one 

of the numbers 1 to 50 of Table 2.6 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 2.6 having a positive fc value, 

is indicative for the presence of AML_MLL when AMLJMLL is 
25 distinguished from AMLJcomplext, 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 2.7 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
30 one of the numbers 1 to 50 of Table 2.7 having a positive fc value, 
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is indicative for the presence of AMLJVTLL when AMLJvBLL is 
distinguished from AML_t(15;17), 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
5 of the numbers 1 to 50 of Table 2.8 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 2.8 having a positive fc value, 

is indicative for the presence of AMLJnv(3) when AML_inv(3) is 
distinguished from AMLJcomplext, 

10 and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 2.9 having a negative fc value, and/or 

a higher expression of at least one polynucleotide defined by at least 
one of the numbers 1 to 50 of Table 2.9 having a positive fc value, 

15 is indicative for the presence of AML_inv(3) when AML_inv(3) is 

distinguished from AML J(l 5 ; 1 7), 

and/or wherein 

a lower expression of at least one polynucleotide defined by at least one 
of the numbers 1 to 50 of Table 2. 10 having a negative fc value, and/or 

20 a higher expression of at least one polynucleotide defined by at least 

one of the numbers 1 to 50 of Table 2.10 having a positive fc value, 
is indicative for the presence of AMLJcomplext when AMLJcomplext 
is distinguished from AML_t( 1 5 ; 1 7). 

25 2. The method according to claim 1 wherein the polynucleotide is labelled. 

3. The method according to claim 1 or 2, wherein the label is a luminescent, 
preferably a fluorescent label, an enzymatic or a radioactive label. 
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4. The method according at least one of the claims 1-3, wherein the expression 
level of at least two, preferably of at least ten, more preferably of at least 
25, most preferably of 50 of the markers of at Jeast one of the Tables 1.1- 
2.10 is determined. 

5. The method according to at least one of the claims 1-4, wherein the 
expression level of markers expressed lower in a first subtype than in at 
least one second subtype, which differs from the first subtype, is at least 5 
%, 10% or 20%, more preferred at least 50% or may even be 75% or 100%, 
i.e. 2-fold lower, preferably at least 10-fold, more preferably at least 50- 
fold, and most preferably at least 100-fold lower in the first subtype. 

6. The method according to at least one of the claims 1-4, wherein the 
expression level of markers expressed higher in a first subtype than in at 
least one second subtype, which differs from the first subtype, is at least 5 
%, 10% or 20%, more preferred at least 50% or may even be 75% or 100%, 
i.e. 2-fold higher, preferably at least 10-fold, more preferably at least 50- 
fold, and most preferably at least 100-fold higher in the first subtype. 

7. The method according to at least one of the claims 1-6, wherein the sample 
is from an individual having AML. 

8. The method according to at least one of the claims 1-7, wherein at least one 
polynucleotide is in the form of a transcribed polynucleotide, or a portion 
thereof. 



9. The method according to claim 8, wherein the transcribed polynucleotide is 
a mRNA or a cDNA. 
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10. The method according to claim 8 or 9, wherein the determining of the 
expression level comprises hybridizing the transcribed polynucleotide to a 
complementary polynucleotide, or a portion thereof, under stringent 
hybridization conditions. 

1 1 . The method according to at least one of the claims 1-7, wherein at least one 
polynucleotide is in the form of a polypeptide, or a portion thereof. 

12. The method according to at least one of the claims 8, 9 or 12, wherein the 
determining of the expression level comprises contacting the polynucleotide 
or the polypeptide with a compound specifically binding to the 
polynucleotide or the polypeptide. 

13. The method according to claim 12, wherein the compound is an antibody, 
or a fragment thereof. 

14. The method according to at least one of the claims 1-13, wherein the 
method is carried out on an array. 

15. The method according to at least one of the claims 1-14, wherein the 
method is carried out in a robotics system. 

16. The method according to at least one of the claims 1-15, wherein the 
method is carried out using microfluidics. 

17. Use of at least one marker as defined in at least one of the claims 1-3 for the 
manufacturing of a diagnostic for distinguishing CBF-positive AML 
subtypes from CBF-negative AML subtypes. 
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18. The use according to claim 17 for distinguishing CBF-positive AML 
subtypes from CBF-negative AML subtypes. 

19. A diagnostic kit containing at least one marker as defined in at least one of 
the claims 1-3 for distinguishing CBF-positive AML subtypes from CBF- 
negative AML subtypes, in combination with suitable auxiliaries. 

20. The diagnostic kit according to claim 19, wherein the kit contains a 
reference for the CBF-positive AML subtype and/ or the CBF-negative 
AML subtype. 

21. The diagnostic kit according to claim 20, wherein the reference is a sample 
or a data bank. 

22. An apparatus for distinguishing CBF-positive AML subtypes from CBF- 
negative AML subtypes in a sample containing a reference data bank. 

23. The apparatus according to claim 22, wherein the reference data bank is 
obtainable by comprising 

(a) compiling a gene expression profile of a patient sample by 
determining the expression level of at least one marker selected 
from the markers identifiable by their Affymetrix Identification 
Numbers (affy id) as defined in Tables 1, and/or 2, and 

(b) classifying the gene expression profile by means of a machine 
learning algorithm. 

24. The apparatus according to claim 23, wherein the machine learning 
algorithm is selected from the group consisting of Weighted Voting, K- 
Nearest Neighbors, Decision Tree Induction, Support Vector Machines, and 
Feed-Forward Neural Networks, preferably Support Vector Machines. 
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25. The apparatus according to at least one of the claims 22-24, wherein the 
apparatus contains a control panel and/or a monitor. 

26. A reference data bank for distinguishing CBF-positive AML subtypes from 
CBF-negative AML subtypes obtainable by comprising 

(a) compiling a gene expression profile of a patient sample by 
determining the expression level of at least one marker selected 
from the markers identifiable by their Affymetrix Identification 
Numbers (affy id) as defined in Tables 1, and/or 2, and 

(b) classifying the gene expression profile by means of a machine 
learning algorithm. 

27. The reference data bank according to claim 26, wherein the reference data 
bank is backed up and/or contained in a computational memory chip. 
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HUGO name 


fc 


P 


q 


stn 


t 


Map 
Location 


1 


211990_at 


HLA-DPA1 


-10.42 


4.21 E-49 


7.95E-45 


-1.78 


-22.09 


6p21 .3 


2 


209732_at 


CLECSF2 


-34.05 


2.99E-46 


2.82E-42 


-1.80 


-21.72 


12p13-p12 


3 


201923 at 


PRDX4 


-7.30 


2.26E-39 


1.42E-35 


-1.50 


-18.49 


Xp22.13 


4 


204425_at 


ARHGAP4 


-16.74 


1.59E-38 


7.50E-35 


-1.45 


-17.83 


Xq28 


5 


205771_s_at 


AKAP7 


-9.68 


2.85E-35 


1.08E-31 


-1.31 


-16.30 


6q23 


6 


200931_s_at 


VCL 


-4.09 


2.77E-31 


5.23E-28 


-1.31 


-15.91 


10q22.1- 
q23 


7 


214450_at 


CTSW 


7.86 


6.54E-13 


2.63E-1 1 


2.45 


15.88 


11q13.1 


8 


211474_s_at 


SERPINB6 


-4.37 


5.15E-32 


1.21E-28 


-1.28 


-15.72 


6p25 


9 


227353_at 


EVER2 


-3.92 


3.55E-25 


2.16E-22 


-1.36 


-15.67 


17q25.3 


10 


204661_at 


CDW52 


-19.47 


8.52E-33 


2.68E-29 


-1.25 


-15.47 


1p36 


11 


38487_at 


STAB1 


8.83 


1.62E-12 


6.04E-1 1 


2.50 


15.40 


3p21.31 


12 


201137_s_at 


HLA-DPB1 


-10.31 


A A T 1 — O O 

1 .47E-32 


3.96E-29 


A O A 

-1.24 


A C OO 

-15.38 


6p21 .3 


13 


217478_s_at 


H LA-DMA 


-5.26 


1 .08E-30 


1 .70E-27 


-1.25 


A C O A 

-15.34 


6p21 .3 


14 


212953_x_at 


CALR 


3.10 


5.60E-13 


2.28E-1 1 


c\ A A 

2.11 


A C A C% 

15.18 


A n«, A o o 

19p13.3- 
p13.2 


15 


217848_s_at 


PP 


-3.56 


3.36E-24 


1.54E-21 


-1.30 


-15.01 


10q11.1- 
q24 


16 


227598_at 


LOC1 13763 


; -3.99 


3.01 E-29 


3.78E-26 


-1 .23 


-14.98 


7q35 


17 


213587_s_at 


LOC155066 


| -5.19 


2.06E-31 


4.32E-28 


-1 .20 


-14.90 


7q36.1 


18 


208306_x_at 


HLA-DRB4 


-6.81 


7.24E-29 


8.53E-26 


-1.21 


-14.79 


6p21 .3 


19 


3421 0_at 


CDW52 


-24.96 


9.96E-31 


1.70E-27 


-1.20 


-14.77 


1p36 


20 


236554_x_at 


EVER2 


-3.72 


4.52E-26 


3.22E-23 


-1.24 


-14.75 


17q25.3 


21 


203535_at 


S100A9 


-7.39 


1.67E-27 


1 .66E-24 


-1.21 


-14.64 


1q21 


22 


221004_s_at 


ITM2C 


4.51 


3.65E-13 


1 .58E-1 1 


1.86 


14.57 


2q37 


23 


203948_s_at 


MPO 


2.82 


1.81 E-1 7 


2.11 E-1 5 


1.39 


14.34 


17q23.1 


24 


204362_at 


SCAP2 


-10.94 


7.03E-30 


1.02E-26 


-1.15 


-14.26 


7p21-p15 


25 


211991_s_at 


HLA-DPA1 


-15.52 


2.25E-29 


3.02E-26 


-1.15 


-14.21 


6p21.3 


26 


209312_x_at 


HLA-DRB1 


-6.22 


1.01E-26 


8.69E-24 


-1.17 


-14.19 


6p21 .3 


27 


200654_at 


P4HB 


2.09 


1.32E-14 


8.02E-13 


1.49 


13.85 


17q25 


28 


221865_at 


DKFZp547P234 


-3.19 


2.67E-24 


1.29E-21 


-1.14 


-13.64 


9q33.1 


29 


225639_at 


SCAP2 


-9.13 


3.33E-27 


2.99E-24 


-1.10 


-13.55 


7p21-p15 


30 


238949_at 


FU31951 


-7.68 


1 .56E-27 


1.63E-24 


-1.09 


-13.51 


5q33.3 


31 


241742_at 


PRAM-1 


-6.88 


1 .27E-27 


1.41E-24 


-1.08 


-13.44 


19p13.2 


32 


23261 7_at 


CTSS 


-5.12 


A Apr 17 

1 .95E-27 


1 .83E-24 


-1.08 


-lo.o/ 


i q^i 


33 


208982_at 


PEC AM 1 


-4.42 


1.65E-26 


1.36E-23 


-1.06 


-13.14 


17q23 


34 


238022_at 




6.24 


1.40E-11 


4.18E-10 


j 1.90 


13.12 




35 


227999_at 


LOC1 70394 


-2.87 


1.83E-19 


3.20E-17 


-1.17 


-13.12 


10q26.3 


36 


223280_x_at 


MS4A6A 


-14.76 


4.62E-26 


3.22E-23 


-1.07 


-13.08 


11q12.1 
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0*7 

37 


oh conn a of 
Zloo99_S__at 


CP A DO 


-O.ZO 


q AOF-96 


9 QQP_90 


-i n*> 


- IO.UZ 


7n91-n1R ' 
1 I p \ \J 


38 


204670_X_at 


Ull A HDDC 

HLA-UKbO 


-o.ny 


1 


O.OOC" to 


- 1 . IO 


-19 OA 

- iz.yo 


fin91 ^ i 
op<£ 1 .o 


39 


208892_s__at 


r\i lone 


c en 

-o.oy 




1 A9P on 


i nn 


- 1 z.yo 


1 0n 9 9- n 9*3 


40 


22904 1_s_at 




r\A r\r\ 
-Zl .UU 


1 .D^f t-ZO 


i ncc oo 


-J .U/ 


HO QO 




A A 

41 


20431 9_s_at 


KooiO 


a no 


A qcp 9fi 


O OOP OO 


1 HA 
- I .U*f 


h o on 




A O 

42 


20436 1_s_at 






Z.Or L-ZO 


1 4QC OO 


*l OA 
- I .U*f 


19 ft 7 


7n91-r\1 ^ 
# pz. I p i o 


A O 

43 


209288_s_at 


CDC42tP3 


Q H 7 
-O.I 7 


A O^P 9fi 


/i one oo 


a no. 


19 ft1 
- 1 Z.O 1 


9n91 


44 


204046_at 


PLCB2 


-5.14 


4.73E-22 


1.51E-19 


-1 .08 


-12.79 


15q15 


45 


205382_s_at 


DF 


3.00 


1.70E-13 


7.96E-12 


1.39 


12.78 


19p13.3 


46 


224356_x_at 


MS4A6A 


-14.81 


4.05E-25 


2.39E-22 


-1.05 


-12.75 


11q12.1 


47 


20961 9_at 


CD74 


-4.16 


1.25E-17 


1.49E-15 


-1.17 


-12.74 


5q32 


48 


201753_s_at 


ADD3 


-5.17 


1.18E-24 


5.87E-22 


-1.04 


-12.73 


10q24.2- 
q24.3 


49 


226077_at 


FLJ31951 


-5.28 


4.99E-25 


2.85E-22 


-1.03 


-12.68 


5q33.3 j 


50 


221059_s_at 


CHST6 


-4.46 


4.86E-24 


2.13E-21 


-1.03 


-12.64 


16q22 





















Table 2 

2. All-Pairs (AP) 

2.1 AML CBF versus AMLMLL 



affy id 


HUGO name 


fc p 


Q 


stn t 


Map 












Location 


1 214651_s_at 


HOXA9 


-39.94 


3.41 E-1 6 


1.52E-12 


-2.37 


-15.03 7p15-p14 


2 235753_at 




-14.90 


1.42E-13 


1.58E-10 


-1.99 


-12.16 


3 213147_at 


HOXA10 


-8.59 


7.86E-14 


1.00E-10 


-1.64 


-11.79 7p15-p14 


4 206847_s_at 


HOXA7 


-7.43 


2.51 E-1 3 


2.48E-10 


-1.74 


-11.67 7p15-p14 


5 213737_x_at 




-2.55 


9.62E-17 


8.57E-13 


-1.34 


-11.62 


6 203949_at 


MPO 


3.71 


8.37E-16 


2.79E-12 


1.36 


11.51 17q23.1 


7 226517_at 


BCAT1 


9.76 


2.84E-16 


1.51 E-1 2 


1.38 


11.48 12pter-q12 


8 228058_at 


LOC1 24220 


5.61 


2.19E-18 


5.86E-14 


1.26 


11.44 16p13.3 


9 209905_at 


HOXA9 




2.13E-12 


1.54E-09 


-1.85 


-10.98 7p15-p14 






127.68 










10 201830_s_at 


NET1 


4.03 


1.39E-16 


9.30E-13 


1.25 


10.97 10p1 5 


11 221581_s_at 


WBSCR5 


-4.41 


1.01 E-1 3 


1.23E-10 


-1.38 


-10.88 7q1 1.23 


12 225831_at 


LOC148894 


3.38 


8.67E-17 


8.57E-13 


1.19 


10.74 1p36.11 


13 202746_at 


ITM2A 


11.33 


5.01 E-1 5 


9.55E-12 


1.31 


10.72 Xq1 3.3- 














Xq21.2 


14 219271_at 


GalNac-T10 


7.41 


1.27E-15 


3.40E-12 


1.23 


10.62 2p23.1 


15 227297_at 




15.56 


1.77E-14 


2.78E-11 


1.35 


10.58 


16 23581 8_at 




11.01 


1.05E-14 


1.74E-11 


1.24 


10.36 


17 213908_at 




-15.79 


9.00E-12 


4.71 E-09 


-1.67 


-10.34 


18 203948_s_at 


MPO 


4.07 


4.49E-15 


9.23E-12 


1.16 


10.23 17q23.1 


19 202747_s_at 


ITM2A 


11.55 


2.55E-14 


3.79E-11 


1.23 


10.18 Xq13.3- 














Xq21.2 


20 200953_s_at 


CCND2 


3.19 


1.06E-15 


3.14E-12 


1.12 


10.12 12p13 


21 201015_s_at 


JUP 


6.14 


7.37E-16 


2.79E-12 


1.11 


10.08 17q21 
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22 206009_at 


ITGA9 


3.55 


3.54E-15 


7.88E-12 


1.13 


10.03 3p21.3 


23 214452_at 


BCAT1 


3.68 


2.20E-15 


5.35E-12 


1.12 


10.03 12pter-q12 


24 225285_at 




8.06 


9.72E-15 


1.73E-11 


1.13 


9.94 


25 204082_at 


PBX3 


-5.96 


1.40E-11 


6.69E-09 


-1.44 


-9.92 9q33-q34 


26 218899_s__at 


BAALC 


6.90 


2.17E-13 


2.23E-10 


1.21 


9.73 8q22.3 


27 229215 at 


ASCL2 


-5.29 


2.72E-12 


1.82E-09 


-1.22 


-9.70 11p15.5 


28 214390 s at 


BCAT1 


8.90 


1.39E-13 


1.58E-10 


1.16 


9.69 12pter-q12 


29 213150 at 


HOXA10 


-15.06 


3.49E-11 


1.43E-08 


-1.39 


-9.57 7p15-p14 


30 239272 at 


MMP28 


7.09 


5.89E-13 


5.07E-10 


1.16 


9.44 17q11- 














q21.1 


31 203733_at 


MYLE 


-2.93 


1.48E-11 


6.93E-09 


-1.24 


-9.43 16p13.2 


32 225653_at 




1.85 


4.85E-14 


6.82E-11 


1.05 


9.37 


33 218041_x_at 


SLC38A2 


1.67 


4.48E-13 


4.28E-10 


1.06 


9.22 12q 


34 201828_x_at 


CXX1 


-2.45 


1.29E-12 


1.01E-09 


-1.07 


-9.15 Xq26 


35 22981 7_at 


K1AA1281 


2.68 


6.03E-14 


8.05E-11 


1.01 


9.13 5q23.2 


36 227853_at 




-2.41 


4.13E-12 


2.63E-09 


-1.08 


-9.08 


37 223299_at 


LOC90701 


-2.56 


7.56E-12 


4.21 E-09 


-1.09 


-9.03 18q21.31 


38 201829 at 


NET1 


2.65 


5.29E-13 


4.85E-10 


1.04 


9.02 10p15 


39 201564 s at 


FSCN1 


4.07 


1.86E-13 


1.99E-10 


0.99 


8.91 7p22 


40 220104 at 


ZAP 


2.72 


5.45E-13 


4.85E-10 


0.99 


8.80 7q34 


41 200665 s at 


SPARC 


9.43 


5.67E-12 


3.44E-09 


1.06 


8.75 5q31.3- 














q32 


42 201105_at 


LGALS1 


-3.06 


6.39E-12 


3.71 E-09 


-1.02 


-8.74 22q1 3.1 


43 209543_s_at 


CD34 


6.99 


3.62E-12 


2.36E-09 


1.02 


8.68 1q32 


44 216264_s_at 


LAMB2 


2.28 


7.05E-13 


5.89E-10 


0.94 


8.56 3p21 


45 20271 9_s_at 


TES 


2.79 


9.35E-13 


7.57E-10 


0.94 


8.54 7q31 .2 


46 200951_s_at 


CCND2 


3.68 


2.40E-12 


1.65E-09 


0.96 


8.49 12p13 


47 229744_at 




2.16 


2.19E-12 


1.54E-09 


0.95 


8.46 


48 241756_at 




2.95 


1.76E-12 


1.34E-09 


0.93 


8.42 


49 201153_s_at 


MBNL1 


-1.85 


4.28E-11 


1.73E-08 


-1.00 


-8.38 3q25 


50 201152 s_at 


MBNL1 


-1.98 


8.23E-11 


2.62E-08 


-1.01 


-8.33 3q25 



2.2 AML_CBF versus AML_inv(3) 



affy id 


HUGO name 


fc 


1 203949_at 


MPO 


4.97 


2 203948_s_at 


MPO 


5.93 


3 205382_s_at 


DF 


5.98 


4 210755_at 


HGF 


5.52 


5 211709_s_at 


SCGF 


3.97 


6 217963_s_at 


NGFRAP1 


-27.42 


7 210997_at 


HGF 


18.82 


8 228058_at 


LOC1 24220 


2.35 


9 228293_at 


LOC91614 


7.55 


10 210115_at 


RPL39L 


8.39 


11 203591_s_at 


CSF3R 


3.01 


12 209122 at 


ADFP 


3.10 



q stn t Map 

Location 



2.50E-21 


6.79E-17 


2.20 


17.29 17q23.1 


9.48E-21 


1.29E-16 


1.77 


14.42 17q23.1 


3.26E-17 


2.96E-13 


1.43 


11.63 19p13.3 


1.90E-15 


1.29E-11 


1.34 


10.77 7q21.1 


1.63E-13 


8.83E-10 


1.33 


10.46 19q13.3 


1.99E-08 


9.03E-06 


-2.04 


-9.76 Xq22.1 


4.77E-13 


1.85E-09 


1.27 


9.63 7q21.1 


3.23E-13 


1.46E-09 


1.11 


9.13 16p13.3 


5.67E-13 


1.93E-09 


1.09 


8.99 11p13 


4.95E-12 


1.22E-08 


1.19 


8.98 3q27 


9.49E-13 


2.87E-09 


1.07 


8.81 1p35- 








p34.3 


3.22E-12 


8.73E-09 


1.04 


8.58 9p21.3 
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13 202605_at 


GUSB 


2.23 


3.39E-10 


3.84E-07 


1.13 


8.55 7q21.11 


14 205131_x_at 


SCGF 


5.91 


1.27E-11 


2.65E-08 


1.03 


8.36 19q13.3 


1*5 2^5818 at 




4.36 


8.70E-12 


1.97E-08 


1.02 


8.34 


16 231736_x_at 


MGST1 


o.Uo 


R QCC A 1 
D.OOt-1 1 




1 .uo 


ft 19n1P V 
















17 222955_s_at 


UTAH A 

HT011 


a no 


A O.A C A A 


o cor no 
o.O^c-Uo 


n qq 
u.sy 


ft 1 ^ Vn9fi 1 


18 202185_at 


PLOD3 


1.73 


2.32E-10 


3.07E-07 


1.03 


O A a 7«00 

O.10 7q22 


19 224918_x_jat 


MGST1 


2.87 


3.97E-10 


4.31 E-07 


1.04 


8.09 12p12.3- 














p12.1 


20 202887__s_at 


RTP801 


-3.54 


1 .24E-07 


3.47E-05 


A OA 

-1.29 


-7.92 lupter- 














q26.12 


21 202487_s_at 


H2AV 


1.85 


9.85E-10 


8.10E-07 


1.02 


7.89 7p13 


22 210150_s_at 


LAMAS 


2.99 


8.18E-11 


1.39E-07 


0.94 


7.74 20q1 3.2- 














q13.3 


23 210783_x_at 


SCGF 


5.67 


1.53E-10 


2.32E-07 


0.95 


7.72 19q13.3 


24 221218_s_at 


TPK1 


2.42 


1.36E-10 


2.18E-07 


0.93 


7.62 7q34-q35 


25 206871_at 


ELA2 


3.63 


2.75E-10 


3.33E-07 


0.93 


7.61 19p13.3 


26 212318_at 


TRN-SR 


2.02 


1.66E-10 


2.37E-07 


0.92 


7.56 7q32.2 


27 226789_at 




2.25 


2.38E-10 


3.07E-07 


0.92 


7.55 


28 209960 at 


HGF 


9.81 


6.23E-10 


6.51 E-07 


0.96 


7.52 7q21.1 


29 200078_s_at - 


A *T*nO\ /AD 

ATP6V0B 






I .DUt-UD 


U.570 




no-LnooA 














30 210998_s_at 


HGF 


10.77 


7.53E-10 


7.06E-07 


0.97 


7.50 7q21.1 


31 200700_s_at 


KDELR2 


2.32 


2.82E-10 


3.33E-07 


0.90 


7.44 7p22.2 


32 200078 s at- 


ATP6V0B 


1.87 


2.34E-09 


1.68E-06 


0.94 


7.43 1p32.3 


HG-U133B 














33 213908_at 




-4.43 


6.38E-07 


1.09E-04 


-1.32 


-7.38 


34 206855_s_at 


HYAL2 


1.88 


7.35E-10 


7.06E-07 


0.91 


7.38 3p21.3 


35 204548_at 


STAR 


5.65 


9.51 E-10 


8.07E-07 


0.90 


7.28 8p11.2 


36 233467_s_at 


PHEMX 


-2.16 


4.63E-07 


9.78E-05 


-1.19 


-7.27 11p15.5 


37 205248_at 


C21orf5 


1.79 


7.09E-10 


7.06E-07 


0.89 


7.27 21q22.2 


38 217975_at 


LOC51186 


-13.60 


1.23E-06 


1.76E-04 


-1.49 


-7.25 Xq22.1 


39 230896_at 




-19.80 


1.28E-06 


1.81 E-04 


-1.53 


-7.25 


40 212895_s_at 


ABR 


-2.33 


3.15E-07 


7.43E-05 


-1.13 


-7.24 17p13.3 


41 241525_at 


LOC200772 


24.74 


2.62E-09 


1.82E-06 


0.97 


7.23 2q37.3 


42 202990_at 


PYGL 


2.69 


8.62E-10 


7.80E-07 


0.88 


7.22 14q21-q22 


43 204193_at 


CHKL 


1.89 


9.13E-10 


8.00E-07 


0.88 


7.21 22q13.33 


44 204198_s_at 


RUNX3 


-4.49 


6.28E-07 


1.09E-04 


-1.20 


-7.18 1p36 


45 204647_at 


HOMER3 


3.73 


1.17E-09 


9.33E-07 


0.88 


7.18 19p13.11 


46 208308_s_at 


GPI 


2.20 


2.03E-09 


1.58E-06 


0.88 


7.13 19q13.1 


47 220668_s_at 


DNMT3B 


-3.79 


1.17E-06 


1.69E-04 


-1.29 


-7.10 20q1 1.2 


48 20181 1_x_at 


SH3BP5 


-7.94 


1.55E-06 


2.06E-04 


-1.42 ■ 


-7.10 3p24.3 


49 22721 2_s_at 




1.91 


5.67E-09 


3.42E-06 


0.89 


7.08 


50 206478_at 


KIAA0125 


-10.45 


1.81E-06 


2.33E-04 


-1.43 


-7.03 14q32.33 



2.3 AML_CBF versus AML_komplext 

# affyid HUGO name fc p q stn t Map 

Location 

1 222229_x_at 1.45 1.33E-15 8.31 E-1 2 1.33 11.26 



WO 2005/043164 PCT/EP2004/012474 



2 209619_at 


CD74 


2.23 


7.59E-17 


9.49E-13 


1.15 


10.50 5q32 


3 206847_s_at 


HOXA7 


-3.87 


9.61E-13 


1.03E-09 


-1.36 


-10.35 7p15-p14 


4 217846_at 


QARS 


1.63 


3.83E-15 


1.59E-11 


1.16 


10.24 3p21. 3- 














p21.1 


5 209523_at 


TAF2 


-2.87 


3.40E-13 


5.31 E-1 0 


-1.19 


-9.89 8q24.12 


6 205382_s_at 


DF 


3.91 


5.71 E-1 5 


1.78E-11 


1.08 


9.77 19p13.3 


7 213147_at 


HOXA10 


-3.95 


5.75E-13 


7.98E-10 


-1.12 


-9.53 7p15-p14 


8 212463_at 




-5.62 


1.99E-11 


8.01 E-09 


-1.30 


-9.49 


9 202406_s_at 


T1AL1 


-1.72 


1.07E-12 


1.03E-09 


-1.13 


-9.48 10q 


10 200984_s_at 


CD59 


-3.98 


1.88E-11 


8.01 E-09 


-1.26 


-9.41 11p13 


11 20241 3_s_at 


USP1 


-1.90 


2.92E-13 


5.21 E-1 0 


-1.08 


-9.37 1p32.1- 














p31.3 


12 218040_at 


FU10330 


-2.18 


4.02E-12 


2.51 E-09 


-1.13 


-9.29 1p13.2 


13 200608_s_at 


RAD21 


-1.73 


8.03E-14 


1.67E-10 


-1.03 


-9.28 8q24 


14 211423_s_at 


SC5DL 


-2.71 


1.55E-12 


1.29E-09 


-1.10 


-9.26 11q23.3 


15 241706_at 


LOC1 44402 


-5.96 


5.03E-11 


1.66E-08 


-1.27 


-9.20 12q11 


16 200985_s_at 


CD59 


-6.72 


3.92E-11 


1.33E-08 


-1.24 


-9.19 11p13 


17 227056_at 




2.52 


6.44E-14 


1.61 E-1 0 


1.00 


9.12 


18 212232_at 


FNBP4 


-1.82 


1.28E-12 


1.14E-09 


-1.05 


-9.10 11p11.12 


19 217963_s_at 


NGFRAP1 


-22.83 


1.93E-10 


4.31 E-08 


-1.40 


-8.98Xq22.1 


20 201807_at 


VPS26 


-1.96 


1.74E-12 


1.30E-09 


-1.03 


-8.96 10q21.1 


21 201377_at 


NICE-4 


-1.96 


1.09E-11 


5.26E-09 


-1.08 


-8.93 1q21.3 


22 22448 1_S_at 


HECTD1 


-1.71 


2.19E-12 


1.52E-09 


-1.03 


-8.92 14q12 


23 209022_at 


STAG2 


-1.95 


4.92E-12 


2.93E-09 


-1.04 


-8.85 Xq25 


24 201663_s_at 


SMC4L1 


-2.83 


1.09E-10 


2.99E-08 


-1.18 


-8.80 3q26.1 


25 203079_s_at 


CUL2 


-2.21 


5.34E-12 


3.03E-09 


-1.02 


-8.78 10p11.21 


26 222902_s_at 


FLJ21144 


-1.79 


3.45E-12 


2.27E-09 


-1.01 


-8.77 1p34.1 


27 214651_s_at 


HOXA9 


-21.57 


3.34E-10 


6.15E-08 


-1.35 


-8.76 7p15-p14 


28 203948_s_at 


MPO 


2.58 


1.06E-12 


1.03E-09 


0.97 


8.70 17q23.1 


29 204198_s_at 


RUNX3 


-5.72 


1.79E-10 


4.31 E-08 


-1.18 


-8.68 1p36 


30 203949_at 


MPO 


2.08 


7.92E-12 


4.12E-09 


1.00 


8.63 17q23.1 


31 235753_at 




-6.60 


4.98E-10 


8.52E-08 


-1.34 


-8.63 


32 206003_at 


KIAA0635 


-2.18 


8.29E-12 


4.15E-09 


-1.00 


-8.63 4q1 2 


33 201920_at 


SLC20A1 


-2.22 


2.33E-11 


9.10E-09 


-1.01 


-8.51 2q11-q14 


34 210982_s_at . 


HLA-DRA 


2.58 


8.99E-13 


1.03E-09 


0.92 


8.45 6p21.3 


35 218577_at 


FU20331 


-2.06 


1.97E-11 


8.01 E-09 


-0.98 


-8.42 1p31.1 


36 201352_at 


YME1L1 


-1.73 


1.42E-11 


6.56E-09 


-0.97 


-8.39 10p14 


37 20351 9_s_at 


UPF2 


-2.04 


3.69E-11 


1.28E-08 


-0.98 


-8.35 10p14-p13 


38 207332_s_at 


TFRC 


-2.51 


1.91 E-1 0 


4.31 E-08 


-1.06 


-8.34 3q26.2- 














qter 


39 208894_at 


HLA-DRA 


2.78 


1.77E-12 


1.30E-09 


0.91 


8.33 6p21 .3 


40 203965_at 


USP20 


-1.95 


2.72E-1 1 


1.00E-08 


-0.95 


-8.24 9q34.13 


41 212058_at 


SR140 


-1.75 


5.66E-1 1 


1.81 E-08 


-0.96 


-8.20 3q23 


42 235521_at 


HOXA3 


-6.52 


1.37E-09 


1.73E-07 


-1.20 


-8.18 7p15-p14 


43 208886_at 


H1F0 


-4.09 


5.36E-10 


8.79E-08 


-1.06 


-8.15 22q1 3.1 


44 212491_s_at 


DNAJC8 


-1.59 


7.26E-11 


2.21 E-08 


-0.95 


-8.10 1p35.2 


45 223575_at 


KIAA1549 


2.50 


6.81 E-1 2 


3.70E-09 


0.89 


8.09 7q34 


46 201498_at 


USP7 


-2.04 


1.90E-10 


4.31 E-08 


-0.97 


-8.06 16p13.3 


47 218331 s_at 


FU20360 


-1.99 


1.31 E-1 0 


3.41 E-08 


-0.95 


-8.02 10p15.1 
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48 203092_at TIMM44 

49 200620_at C1orf8 

50 218754_at FU23323 



47 

-3.39 5.46E-10 8.79E-08 

-1.51 1.60E-10 4.00E-08 

-1.74 3.04E-10 5.66E-08 
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-1.00 -7.99 19p1 3.3- 
p13.2 

-0.95 -7.98 1p36-p31 
-0.97 -7.96 1p36.23 



2.4 AML_CBF versus AML_t(15;17) 



affy id 


HUGO name 


fc I 


1 911 QQO at 


HI A-DPA1 

nun urn i 


19 12 


9 9007^9 at 


CA FCSF9 


31 14 


1 OAAA^X\ at 


\j 1 ovv 


-19 43 


A *>SKAK7 at 

*t oo*+o/ ai 


O 1 /AD 1 


-11 RR 


5 217478_s_at 


HLA-DMA 


6.54 


6 201923_at 


PRDX4 


7.01 


7 226878_at 




4.73 


8 20931 2_x_at 


HLA-DRB1 


7.81 


9 209619_at 


CD74 


5.09 


10 201137_s_at 


HLA-DPB1 


13.79 


11 211991_s__at 


HLA-DPA1 


21.30 


12 208306 x at 


HLA-DRB4 


8.24 


13 211474 s at 


SERP1NB6 


5.43 


14 221004_s_at 


ITM2C 


-4.01 


15 203535 at 


S100A9 


8.36 


16 204670 x at 


HLA-DRB5 


6.20 


17 212953 x at 


CALR 


-2.63 


18 201719_s_at 


EPB41L2 


13.15 


19 227353_at 


EVER2 


3.71 


20 204661_at 


CDW52 


25.58 


21 208689_s_at 


RPN2. 


-1.78 


99 99R1 1** at 


OlnlO 


A 04 


91*%1Q** v at 
Z ID I bJO X_cll 


Ml A HPRi 
nLM-UrvD I 


7 74 


94 9fmfifi'* at 


pnopq 


-4 R*S 


9^ 91W771 o at 


A1/AD7 
ni\nr I 


7 HQ 


o/? oooaoo n i 

26 238022_at 




-0.40 


27 210982_s_at 


HLA-DRA 


6.63 


28 3421 0_at 


CDW52 


32.32 


29 224839_s_at 


GPT2 


-9.22 


30 200654_at 


P4HB 


-1.95 


31 241742_at 


PRAM-1 


9.22 


32 204362_at 


SCAP2 


10.45 


33 208891_at 


DUSP6 


6.45 


34 241239_at 




6.33 


35 204150_at 


STAB1 


-13.65 


36 236554_x_at 


EVER2 


3.47 


37 204440_at 


CD83 


5.53 


38 208894 at 


HLA-DRA 


6.44 



q stn t Map 

Location 



1.17E-32 


3.01 E-28 


2.88 


23.66 6p21.3 


1.05E-28 


1.35E-24 


3.06 


23.26 12p13-p12 


2.71 E-1 3 


9.29E-1 1 


-2.99 


-16.77 11q13.1 


9.92E-13 


2.65E-10 


-2.95 


-15.94 3p21.31 






1 91 


15 86 6d21 3 


R RQF-93 


4 30F-1Q 


1 R3 


15 19 Xn22 13 


9 7QF-99 


1 1QF-1R 

I.I C l_- 1 u 


1 69 


14 96 


9.84E-23 


O.OOC-1 y 


\ *7Q 


14.o2 opiil .o 


3.15E-21 


1.01 E-1 7 


1.78 


14.62 5q32 


1.00E-19 


2.14E-16 


1.85 


14.34 6p21.3 


1.24E-19 


2.45E-16 


1.85 


14.30 6p21.3 


1.17E-21 


4.31 E-1 8 


1.72 


14.28 6p21.3 


1.65E-20 


4.71 E-1 7 


1.71 


13.95 6p25 


5.11 E-1 3 


1.58E-10 


-2.10 


-13.90 2q37 


3.42E-20 


7.98E-17 


1.58 


13.19 1q21 


2.55E-20 


6.54E-17 


1.57 


13.17 6p21.3 


3.62E-13 


1.15E-10 


-1.88 


-13.10 19p13.3- 








p13.2 


1 91F-17 


1 .UJt 1 *T 




12 69 6a23 


9 R9F-1Q 


A R1F-16 


1 *51 


1 9 64 1 7a25 3 


9 7QF-17 


Q 41F-14 


1 63 


19 54 1n36 


q 04F-1 A 


1 ^9F-1 1 


-1 R4 


-19 34 20a12- 








q13.1 


5.73E-19 


9.80E-16 


1.47 


12.31 17q21 


7.80E-19 


1.25E-15 


1.47 


12.27 6p21.3 


3.38E-1 1 


5.70E-09 


-1.99 


-12.20 21q22.3 


5.93E-18 


8.45E-15 


1.48 


12.14 6q23 


3.57E-12 


7.83E-10 


-1.75 


-12.03 


4.86E-18 


7.33E-15 


1.43 


11.89 6p21.3 


2.83E-16 


2.50E-13 


1.56 


11.88 1p36 


1.05E-10 


1.48E-08 


-2.02 


-11.85 16q12.1 


1.16E-14 


6.63E-12 


-1.49 


-11.66 17q25 


6.13E-16 


5.07E-13 


1.48 


11.49 19p13.2 


1.78E-16 


1.83E-13 


1.41 


11.43 7p21-p15 


2.17E-17 


2.79E-14 


1.36 


11.38 12q22-q23 


2.46E-16 


2.34E-13 


1.40 


11.35 


6.04E-10 


6.74E-08 


-2.22 


-11.28 3p21.31 


3.18E-17 


3.71 E-14 


1.35 


11.28 17q25.3 


4.71 E-1 7 


5.26E-14 


1.35 


11.24 6p23 


5.21 E-1 7 


5.58E-14 


1.34 


11.17 6p21.3 



WO 2005/043164 
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39 204425_at 


ARHGAP4 


18.14 


2.90E-15 


2.13E-12 


1.47 


11.16Xq28 


40 217716_s_at 


SEC61A1 


-1.99 


1.21E-11 


2.34E-09 


-1.59 


-11.11 3q21.3 


41 201522_x_at 


SNRPN 


3.51 


7.84E-13 


2.16E-10 


1.48 


11.10 15q12 


A? 208613 <5 at 


FLNR 


8.30 


3.23E-15 


2.30E-12 


1.39 


10.92 3p14.3 


43 200931_s_at 


VCL 


3.50 


2.Z7E-1D 




1 .JU 


















44 221865_at 


DKFZp547P234 


3.33 


2.66E-16 


2.44E-13 


1.30 


10.82 9q33.1 


45 226733_at 


PFKFB2 


5.78 


1.39E-15 


1.12E-12 


1.28 


10.58 1q31 


46 201034 at 


ADD3 


4.15 


5.43E-16 


4.65E-13 


1.26 


10.57 10q24.2- 














q24.3 


47 225639_at 


SCAP2 


9.79 


2.74E-15 


2.07E-12 


1.29 


10.54 7p21-p15 


48 208892_s_at 


DUSP6 


6.48 


1.67E r 15 


1.30E-12 


1.26 


10.47 12q22-q23 


49 20291 7_s_at 


S100A8 


3.17 


9.40E-14 


3.66E-11 


1.31 


10.46 1q21 


50 238365 s at 




-5.11 


1.53E-10 


2.03E-08 


-1.53 


-10.33 



2.5 AML_MLL versus AML_inv(3) 



affy id 


HUGO name 


TC 


1 204082_at 


PBX3 


8.60 


2 226789_at 




3.28 


3 214651_s_at 


H0XA9 


4.67 


4 235753_at 




4.92 


5 228083_at 


CACNA2D4 


11.16 


6 214643_x_at 


BIN1 


-4.56 


7 209905_at 


HOXA9 


7.79 


8 202054_s_at 


ALDH3A2 


5.02 


9 208116_s_at 


MAN1A1 


-4.86 


10 236398_s_at 




5.77 


11 201829_at 


NET1 


-3.59 


12 203733_at 


MYLE 


2.69 


13 212318_at 


TRN-SR 


2.53 


14 233955_x_at 


HSPC195 


-4.61 


15 213893_x_at 


PMS2L5 


2.24 


16 208702_x_at 


APLP2 


2.83 


17 231431_s_at 




-2.62 


18 202605_at 


GUSB 


3.28 


19 210006_at 


DKFZP5640243 


2.17 


20 210201_x_at 


BIN1 


-2.98 


21 214439_x_at 


BIN1 


-3.31 


22 212782_x_at 


P0LR2J 


2.38 


23 200602_at 


APP 


-10.57 


24 214875_x_at 


APLP2 


2.72 


25 219551_at 


TRAITS 


3.35 


26 206847_s_at 


HOXA7 


2.98 


27 218217_at 


RISC 


4.10 


28 223703_at 


CDA017 


3.49 


29 201186_at 


LRPAP1 


3.21 



q stn t Map 

Location 



2.88E-12 


2.35E-08 


1.63 


10.50 9q33-q34 


1.48E-13 


1 .81 E-09 


1.47 


10.39 


9.43E-14 


1 .81 E-09 


1.45 


a f\ r\r\ "y At? -- a a 

10.29 7p15-p14 


3.97E-12 


2.43E-08 


1.42 


9.76 


1 .43E-1 1 


5.83E-08 


1.46 


9.66 12p13.33 


2.50E-09 


1 .64E-06 


-1.59 


-9.58 2q14 


3.17E-11 


1.11E-07 


1.34 


9.13 7p15-p14 


6.40E-12 


3.14E-08 


1.27 


9.05 17p11.2 


2.19E-08 


6.38E-06 


-1.59 


-8.95 6q22 


7.08E-11 


1.58E-07 


1.31 


8.88 


3.90E-08 


9.18E-06 


-1.61 


-8.81 10p15 


6.75E-11 


1.58E-07 


1.23 


8.59 16p13.2 


8.52E-11 


1.67E-07 


1.23 


8.55 7q32.2 


1.78E-08 


5.60E-06 


-1.41 


-8.54 5q31 .3 


3.81 E-11 


1.17E-07 


1.19 


8.49 7q11-q22 


4.39E-11 


1.19E-07 


1.19 


8.45 11q24 


7.32E-08 


1.39E-05 


-1.54 


-8.45 


9.55E-11 


1.67E-07 


1.20 


8.44 7q21.11 


1.66E-10 


2.71 E-07 


1.21 


8.40 3p2 1.1 


1.82E-08 


5.64E-06 


-1.35 


-8.34 2q14 


1.27E-08 


4.55E-06 


-1.31 


-8.27 2q14 


3.41 E-10 


4.29E-07 


1.18 


8.24 7q1 1.2 


8.51 E-08 


1.58E-05 


-1.47 


-8.24 21q21.3 


9.39E-11 


1.67E-07 


1.15 


8.23 11q24 


3.68E-10 


4.29E-07 


1.19 


8.19 3q1 3.33 


2.37E-10 


3.23E-07 


1.16 


8.15 7p15-p14 


1.13E-09 


9.89E-07 


1.23 


8.14 17q23.1 


1.23E-09 


1.00E-06 


1.22 


8.09 10q23.1 


7.48E-10 


7.89E-07 


1.18 


8.07 4p1 6.3 
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30 201105_at 


LGALS1 


2.91 


1.88E-10 


2.88E-07 


1.12 


8.00 22q1 3.1 


31 203725_at 


GADD45A 


-3.08 


1.71E-09 


1.27E-06 


-1.16 


-7.99 1p31.2- 
p31.1 


32 214430_at 


GLA 


2.03 


2.27E-10 


3.23E-07 


1.12 


7.97 Xq22 


33 206440_at 


LIN7A 


8.55 


1.13E-09 


9.89E-07 


1.17 


7.97 12q21 


34 211709_s_at 


SCGF 


4.44 


4.41 E-10 


4.91 E-07 


1.11 


7.86 19q13.3 


35 219033_at 


FLJ21308 


3.62 


1.20E-09 


1.00E-06 


1.14 


7.85 5q11.1 


36 219126_at 


XAP135 


1.85 


3.53E-10 


4.29E-07 


1.10 


7.84 6q27 


37 208967_s_at 


AK2 


3.68 


3.22E-09 


1.84E-06 


1.20 


7.83 1p34 


38 212174_at 


AK2 


3.63 


1.63E-09 


1.24E-06 


1.15 


7.83 1p34 


39 202053_s_at 


ALDH3A2 


2.61 


9.28E-10 


8.75E-07 


1.11 


7.78 17p11.2 


40 202961_s_at 


ATP5J2 


2.16 


8.60E-10 


8.43E-07 


1.10 


7.77 7q22.1 


41 201830_s_at 


NET1 


-5.62 


3.42E-07 


3.90E-05 


-1.47 


-7.75 10p15 


42 231300_at 


LOC90835 


4.14 


2.74E-09 


1.68E-06 


1.15 


7.74 16p1 1.2 


43 204951_at 


ARHH 


-3.59 


3.51 E-08 


8.51 E-06 


-1.21 


-7.71 4p13 


44 211404_s_at 


APLP2 


2.23 


1.44E-09 


1.14E-06 


1.09 


7.65 11q24 


45 219991_at 


SLC2A9 


2.29 


2.55E-09 


1.64E-06 


1.12 


7.64 4p16- 
p15.3 


46 223328_at 


MGC3195 


2.12 


7.73E-10 


7.89E-07 


1.07 


7.61 7q22.1 


47 213908_at 




3.56 


4.03E-09 


2.10E-06 


1.12 


7.58 


48 228652_at 


FLJ38288 


-2.21 


6.80E-08 


1.32E-05 


-1.21 


-7.58 19q1 3.43 


49 214953_s_at 


APP 


-5.50 


1.23E-07 


1.99E-05 


-1.23 
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4.52 
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21 209362_at 


SURB7 


-2.15 


22 204082_at 


PBX3 


4.49 




eppn 


- I .57 1 


24 200997_at 


RBM4 


-1.92 


25 201829_at 


NET1 


-3.30 


26 239071_at 




-1.83 


27 203725_at 


GADD45A 


-4.33 


28 211137_s_at 


ATP2C1 


-3.12 
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30 201166_s_at 


PUM1 


-1.86 
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FNBP4 
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1.64 
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33 223318_s_at 


MGC10974 


3.61 
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-4.10 


35 213549_at 


PRO2730 


-4.66 


36 201358_s_at 


COPB 


-1.65 


37 212031_at 


S164 


-2.00 


38 228974_at 




-4.54 


39 205849_s_at 


UQCRB 


1.52 


40 201061_s_at 


STOM 


-3.25 


41 205639_at 


AOAH 


3.94 


42 218331_s_at 


FLJ20360 


-2.05 


43 223592_s_at 


MGC13061 


2.62 


44 217887_s_at 


EPS 15 


-2.10 


45 200985_s_at 


CD59 


-4.95 
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-3.72 
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-1.89 
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PSMB10 
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2.7 AML_MLL versus AML_t(15;17) 
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2.78E-11 
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2 38487_at 


STAB1 


-16.22 


3.38E-13 


4.51 E-10 


-2.90 


-16.13 3p21. 31 


3 203948_s_at 


MPO 


-6.32 
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2.10E-16 
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4 214651_s_at 


HOXA9 
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2.66 
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5 205624_at 


CPA3 


-36.02 


6.17E-12 


3.79E-09 


-3.01 
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CALR 


-3.21 


2.50E-14 


6.66E-11 


-2.22 


-14.41 19p13.3- 














p13.2 


7 214450_at 


CTSW 


-6.11 


7.04E-14 


1.41 E-10 


-2.21 


-14.15 11q13.1 


8 203949_at 


MPO 


^*.43 


9.42E-19 


1.13E-14 


-1.91 


-13.87 17q23.1 
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9 200953_s_at 


CCND2 


-6.10 


10 213147_at 


HOXA10 


23.93 


11 238022_at 




-5.73 


12 235753_at 




16.83 


13 233072_at 


KIAA1857 


-11.75 


14 205771_s_at 


AKAP7 


10.25 


15 206871_at 


ELA2 


-3.69 


16 206847_s_at 


HOXA7 


9.48 


17 209448_at 


HTATIP2 


10.38 


18 204150_at 


STAB1 


-19.25 


19 213587_s_at 


LOC1 55066 


7.64 


20 205663_at 


PCBP3 


-3.93 


21 201522_x_at 


SNRPN 


4.63 


22 212509_s_at 




-6.33 


23 209905_at 


HOXA9 


720.22 


24 205349_at 


GNA15 


AAA 

-4.14 


25 200951 s at 


CCND2 


-6.76 


26 206761 at 


TACTILE 


-28.74 


27 201029 s at 


CD99 


-2.16 


28 217848 s at 

C~KJ Cm 1 1 V^U_W Oil 


PP 


3.89 


29 225532_at 


LOC91768 


-5.64 


^0 200952 s at 


CCND2 


-4.07 


31 204425_at 


ARHGAP4 


15.58 


32 204082_at 


PBX3 


8.50 


33 231736_x_at 


MGST1 


-2.80 


34 210788 s at 


retSDR4 


-2.38 


^5 224918 x at 


MGST1 


-2.62 


36 201596_x_at 


KRT18 


-8.14 


37 213150_at 


HOXA10 


45.69 


38 218404_at 


SNX10 


6.77 


39 225386_s_at 


LOC92906 


34.47 


40 211474_s_at 


SERPINB6 


4.55 


41 221253_s_at 


MGC3178 


-2.99 


42 228083_at 


CACNA2D4 


11.77 


43 213571_s_at 


EIF4EL3 


2.54 


44 208852_s_at 


CANX 


-2.26 


45 227999_at 


LOC1 70394 


3.11 


46 217716_s_at 


SEC61A1 


-1.93 


47 202265_at 


BMI1 


4.29 


48 217853_at 
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6.43 
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FU37970 


6.99 


50 228263_at 


GRASP 


-2.66 
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-2.29 


-10.90 3q13.13 


1 .08E-14 


3.69E-11 
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1 .DT 




2.58E-13 


3.64E-10 
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-10.20 12q13 


1.41E-11 
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6.44E-08 
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-10.03 6p24.3 


1.68E-11 


8.20E-09 


1.57 


9.93 12p13.33 


6.08E-13 


7.67E-10 


1.37 


9.84 2q37.1 


6.45E-11 


2.18E-08 


-1.46 


-9.78 5q35 


7.06E-13 


8.06E-10 


1.36 


9.76 10q26.3 


1.04E-11 


5.68E-09 


-1.40 


-9.72 3q21.3 


8.23E-12 


4.70E-09 


1.43 


9.71 10p11.23 


1.19E-11 


6.31 E-09 


1.43 


9.66 7p15.1 


2.35E-12 


2.17E-09 


1.37 


9.66 11q12.3 


3.59E-12 


2.77E-09 


-1.36 


-9.63 12q13.13 
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1.59 
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DNAJC4 


2.26 


3 208730 x at 


RAB2 


2.22 


4 200093 s at - 


HINT1 


1.88 


HG-U133B 






5 213682_at 


NUP50 


-1.96 


6 227708_at 


EEF1A1 


2.34 


7 208826_x_at 


H1NT1 


1.52 


8 201202_at 


PCNA 


-2.84 


9 209122_at 


ADFP 


-4.15 


10 200700 s at 


KDELR2 


-2.80 


h 4 001077 at 




-1.90 


12 203538_at 


CAMLG 


2.07 


13 205436_s_at 


H2AFX 


-3.79 


14 218883 s at 


FLJ23468 


-2.56 


15 200094 s at- 


EEF2 


1.41 


HG-U133A 






16 201663_s_at 


SMC4L1 


-2.49 
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DDX15 


-1.79 


18 222047_s_at 
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-1.55 
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-1.75 


20 206550_s_at 


NUP155 


-2.08 
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22 212031_at 
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-1.92 


23 213008_at 
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-2.96 


24 202580_x_at 
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-3.95 


25 218115_at 


ASF1B 


-2.62 


26 213088_s_at 


DNAJC9 


-2.44 


27 213292_s_at 


SNX13 


-2.17 


28 204695_at 


CDC25A 


-4.38 
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RAMP 


-3.20 
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-2.21 
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34 223157_at 
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-2.01 


40 214141 x at 


SFRS7 
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-1 .03 
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1.41 E-08 


7.48E-06 
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-1 .04 


-7.12 


4.16E-09 


3.55E-06 


-0.99 


-7.11 1q22-q25 


4.55E-09 


3.57E-06 
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4.32E-09 


3.55E-06 
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1.84E-08 


8.51 E-06 
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-6.98 13q11 


1.04E-08 


6.07E-06 


-0.97 


-6.93 6p22.1 


3.02E-08 


1.21 E-05 


-1.02 


-6.91 20q13.11 


8.55E-09 


5.15E-06 


-0.96 


-6.91 3p21.31 


1 .72E-08 


8.17E-06 
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2.89E-05 
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6.82 5q32 


4.08E-08 
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45 226123_at 


LOC286180 


-3.56 
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